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Supplementary Table 1. Primer sequences and antibodies used for experiments.

Supplementary Table 2. The correlation between the number of total drinks within the past 90 days and plasma protein concentrations.

Supplementary Table 3. The correlation between the number of drinking days within the past 90 days and plasma protein concentrations.

Supplementary Table 4. The correlation between the number of heavy drinking days within the past 90 days and plasma protein concentrations.

Supplementary Table 5. Top 1000 SNPs with lowest p values identified in the GWAS for plasma TREM2 concentrations.
